RAW SEQUENCE LISTING 
RROR REPORT 



jBIOTlTHNOLOGY 
SYSTEMS 
BRANCH 





\4^ TR^^i^\otechnology Systems Branch of the Scientific and Technical Information 
.enter (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 

Source: 

Date Processed by STIC: /^//^/^QjP 



oiPe 



o 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 
PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2,1 e-mail help: patin21help@uspto,eov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin30help(%uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 apphcation is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http://www.uspto.gov/web/offices/pac/checker 
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RAW SEQUENCE LISTING 

PATFJMT APPLICATION: US/09/6 8 8, 84 8 




Page 1 of 8 



OIPE 



12/18/2000 
13:26:42 



Input Set : 
OuLput Set: 



F: \LIB3 2 29_3 0REG.TXT 
N:\CRF3\12182000\I6 8 884 8 .raw 



<! 10> 

<120> 

<\ 30> 
<140> 
<14i> 

<15 0> 
<151> 
<I6 0> 
<.210> 
<2 Ll> LI^NGTH: 4 29 
<212> TYPE: DNA 
<213> ORGANISM: Liliiim 



APPLICANT: Anderseii, Scott K. 
MasLicci, James D. 

TITLE OF INVENTION: Nucie.i.c Acid r4olocules 
Plants 

F I LE R EPEREMCE : 3B-2:i(51463}B 
CURRENT APPLICATION NUMBER: US/09/6 88,84 8 
CURRENT FILING DATE: 2000-10-16 

PRIOR APPLICATION NUMBER: US 60/159,589 
PRIOR FILING DATE: 19 99-10-18 
NUMBER OF SEQ ID NOS : 6 041 
SEQ ID NO: 1 



And Other Molecules Associated V7itli 



Does Not Comphy 
Correctsd Diskette Nsc-. 



<223> OTHER INF0RI4ATI0N 
<400> SEQUENCE: I 
a a a t c a a a t cj q cj t a a g g 9 a a 
ctgcqtccgc tgtggccgtc 
eta t.cccgcc gctcggatcc 
gacLoqcact ggcaggatgc 
c c g t: g a a g g c actq a a c a g 
a g t g a g a a c t t g g a a 1 1 1 1 c 



Clone ID: LTB3229-W01-P1-K1-A1 



gggtttgatt ccaggcLtat 
cttaaagac 

<210> SEQ ID NO: 2 

<211> LENGTH: 119 

<212> TYPE: DNA 

<213> ORGANISM: Lll.tum aslati.c 

<22 3> OTHER INFORMATION: Clone ID 

<400> SEQUENCE: 2 

gaagataatc ttcttgattt cttccccatt 

cattttgtca aagaaggtct agtagctctt 

<2:i0> SEQ ID NO; 3 

<211> LENGTH: 379 

<212> TYPE: DNA 

<2 13> ORGANISM: L Ilium aslatJc 



ccggcagctt cggtaagcgc 
gcagcttcca cctccagaag 
g c a a a t a ta a c t g g a g eg t c 
gctacctccg ecatgtcccc cgtcgcttca 
ctcncaggaa gaaqgccgcc gccgctgctt 
tggctcaatt tagctcaatt gttatggatc 
gttgttgaat ggtgaagtaa tgatttgcga 



aggaacaaga cccacaccct 
agccgctgct cctcttgcgc 
aaggcgatcc gccggaagac 
agagcaactt 
ccttctaaag 
ttgtatgagt 
attatgtaga 



6 0 
120 
IBO 
240 
300 
360 
420 
429 



—7/220-7 

Lllf3T29-00I-PI- 



Kl -AI 0 



gcaaagc t:gt 
gttgaa Laca 



ctgctgaagg 
atgataggaa 



tfXttcagaa 
aatgtttga 



60 
119 



<223> OTHER INFORMATION 
<400> SEQUENCE: 3 
gtagaaaaaa taaattgata 
a a c a 1 1 , 9 g g t c a a a t a a g g t 
g a gg t ta age tg ga gga ga t 
atdtctgaag Lcatagagac 
g a a a tea t a c 1 1 a t tt tg t g 
caaeaataaa atgcctatgc 
cattttaccc aaattgtaa 
<2]0> SEQ TO NO: 4 
<211> LENGTH: 2 59 



Clone ir: 

ta ttacccat 
atagtagg tg 
gaaatcagct 
tgcgaagcaa 
agatgt ttta 
gacacttccc 



3229-001-P.l-Kl-A;n 



tgcatttttt 
ttgatgaa ta 
ttcataaccc 
tag ttcaagg 
atggatgtcg 
cttgttaaaa 



tctgctgaag 
oaa Lga Lagg 
aaa ttgataa 
atgct tagtL 
ttcagaggac 
cttgagctaa 



gtttttcaaa 
aaaaatgttt 
agaggccggt 
acctgaaa 1 1 
tgggaagaat 
ctga tgaatg 



GO 
120 
180 
240 
3 00 
360 
37 9 



file://C:\Cif3\Outhold\Vsii688848.htm 
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RAW SEQUENCE LISTING DAT hi : ,12/18/2000 

PATENT AP P L I CAT ION : US/0 9/688, 848 TIME: 13:26:42 

Input Set : F:\LIB3229_30REG.TXT 

OutpuL Set: N:\CRF3\12182000\l68 884 8.raw 

81 <212> TYPE; UNA 

S 2 < 2 1 3 > ORGAN I SM : L i '] iim a s 1 a t i c ^ 7 

84 <22J> OI'HER TNFOV^IATTON : Clone ID: LIB32 29 - 00^- p;i -Kl -A12 
86 <400> SL^QIJL^NCL-; : 4 

88 cjgctttygaa ycLgcttacu aacagycaac tygcjaagtcc qtttcactat ctgagcagca 6 0 
90 gctggtayac tgLgcctacg cattcaaLaa cttcggatgc aatggtgggt tgccgtccca 120 
92 agccLtcgaa tacaLtaaat tcaatgqtcjg ccLtgacacc gaagaatcgt accccLacgc 180 
94 cggaLccaat ggcatttgca acttcaaatt cgacaggatt ggagtcaagy gcaccgactt 24 0 
96 aattaacatc accctggqa 259 

99 <210> SBQ ID NO: 5 

100 <211> LENGTH: 90 

101 <2I2> TYPi;: DNA 

102 <2:i3> ORGANISM: Lj.limn aslatlc 2- '2^? "7 

1 0 4'<223> OTHER INFORMATION: Clone ID: LIB3 229 -00*1 - P 1 - K I - A 2 
106 <400> SEQUENCE: 5 

108 qttqgaattq gaaqaaactc taaotttgga atgtgcctca gcggttcaaa agcaactttc 6 0 
110 gggaacgcac t.gcagcagct tccaggtaya 90 

113 <210> SEQ ID NO: 6 

114 <211> LENGTH: 475 

115 <212> TYPE: DNA 

116,<213> ORGANISM: Ljllum a siati.C ^/12^^^^ 



118 <22 3> OTHER INFORMATION: Clone ID: L1B32 29 - 0<)1 - PI - Kl - A3 
120 <4 0 0> SEQUENCE: 6 

12 2 cccacgcgtc cggcctaaga cggcggoaaa gccgaaggcg aagaaggcqg cagcLaaaco 60 

12 4 qaaggcaaag gccgctgcca agr^cgaaggt gaaggccgct gcgaagccta aggctgtLgc 120 

126 caagoccaag gcgaaqgccc cagctgccaa gccaaagcct gcgcccaagg ctgcggcgaa ISO 

'12 8 gccgaagccg gctccLcggc cqgcgccaaa ggctcgccct gcaaaggccg ocaagacctc 24 0 

130 cgccaagyac gctcccgcaa agaagyctgc tgctccggct aagaaggcat tagccccacc 3 00 

132 accggctaag aaagcattag ccccaccacc ggctaagaag yctgtgcccg tgagaaggct 36 0 

134 gctcctgcag cgaagaagaa ggcggcgact ccagcgaagg ggaagtcccc ggcgagaaaa 420 

136 qcqcctigcaa qgaaggcggc ca ay a agtag gct.ttr.gatt cgtgat-.tccg atggg 4 75 

139 <210> SEQ ID NO: 7 
14 0 <211> LENGTH; 4 64 

141 <212> TYPE: DNA 

142 <213> ORGANISM: L.il ium asiahlc ^ ^ ^2 l^O'P 

1 4 4 <2 2 3> OTHER INFORMATION: Clone ID; LIB3229 - 001 - Pi - Kl^A4 

146 <400> SEQUENCE: 7 

148 gtagaagaga gggttttqca Ltctattcct tcaaatgata gcaattgata ctgtagcggt 6 0 

.150 acr.gaaatca agaagctctg atccatcact cgtgcottgg aaaggtggag Laataattgg 120 

152 tgtccLcgac ttLggtcgLg aagcaLgggt ccatagagag gagtgqatac agaatqgaat 180 

154 tcacatagyy agtggcagaa aatacagtgg atcatattat acgcaggcac Ltgctatgtg 24 0 

156 ttatataaat tcttaataga tgcaaggctg gttggtttaa agaaaacttc atcttcttta 30 0 

158 aactggaaga gtttgtitctc atggaggtga gcatatctct otcaatggta rtgattgaag 360 

16 0 aaaagatytc gyatatgcac cattggaggg gaagtgatgg ctaoatccaa catatgtgac 4 20 

16 2 ttLggactag ttLgaacatg aaaLtttggt acaagtgaat gaac 4 64 

165 <210> SEQ ID NO: 8 

166 <211> LENGTH: 382 

167 <2I2> TYPE: DNA 

168 <213> ORGANISM: Li. Hum dS.laUic 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/6 8 8,84 8 



DATK: .12/JB/2000 
TIME: 13:26:42 



170 
171 
172 
17 3 

17 4 
176 
17B 

18 0 
182 

^ 184 
18G 
18 8 
190 

1 <) 3 
194 
195 
196 
198* 
200 
202 
204 
206 
208 
210 

2 12 
214 
216 
219 
220 
221 
222 
224' 
226 
228 
230 
232 
234 
236 
238 
240 
243 
24 4 
24 5 
246 
24 8 
250 
252 
2 54 
256 



all a locdtioris 
LIBJ229-001-P1-K1-A5 



Input Set : F:\LIB3229_30KEG.TXT 
Output Set: N:\CRF3\12182 0 0 0\I6 8B84 8.raw 

<22 0> FEATURE: 
<221> NAME/KEY: unsure 
<222> LOCATIO^f: (1 ) . . (382) 
<22 3> OTHEK INt'ORMATlOW : unsure dV 
<223> OTHER I NFORMAl 10I^J : Clone ID: 
<4 0 0> SEQUENCE: 8 

accacqaaqc qtttcjctgca atcaatqctc tcadcttaac tqaqctiactt acacaaqtaa 
tttatqttqa cLqgqcattc agcaqttjqcc cttrcaagcq Ccigaattqca aygaqaaqqt 
cacctccgcg tgctcgtcgt tcaaggagcc cgaggggqag atattaatgc tgttaatttc 
ctaacttgtg gcagggggat gagtgggatt ngaaagcaga tttctatgtg gtctgagcgt 
tacccatact gctgtcgcga gagqttcata tgaatgcatt gaattctgtt atgtLtcaat 
gattataa(|t: tatggaLtga tatcggggct qtttagaccc gttaaccaga cttctggcga 
f:tqtgqcttg gttatgtttc ac 
<2'J0> SEO in NO: 9 
<211> LENGTH: 4 58 
<212> TYPE: UNA 

<213> ORGANISM: Li Hum astatic ^^Z'Z<?7 



<22 3> OTHER INFORMATION 
<400> SEQUENCE: 9 
c c c a c t) f : q t c t:: g q tj a g a g t g 
a g a g g c g a g c a g t c a g g t a c 
cgcctctcct aaggtgcgtc 
aaggaatttg cggcggccac 
gatdctattg gcccagcttg 
gccaatgcta cgcgggcatt: 
a t g g c c a t-. t, c g a c a t g 1: a a g 
g 1 cj t.a a a t a care a t c g t c 
<210> SEQ ID NO: 10 
<211> LENGTH: 39 3 
<212> TYPE: DNA 
<213> ORGANISM: Li.lium 



Clone ID: LiB3 2 29-00r-Pl-Kl-A6 



aaqctatgcc 
tccgtcctqg 
cgaccagagg 
cccggagctc 
cqtgaggacq 
ccaaggctgc 
ggatcgacct 
gcggtagact 



caaqttctca 
gagggatcct 
aggtaaaaag 
gcaca ttggc 
c: q a a a g c c c a 
cctcgaccaa 
ta ttiaggcct 
acttcacc 



gacccttgct 
ttatcgacga 
qa^octgact 
aaacaagata 
tgt cgacatc 
qcagatccgg 
tttccctcLt 



agatcattqc 
tcccacaacg 
ggagtacacg 
ttgtta tgcg 
tcfcgacaaa t 
tggtcgccgc 
gcocacagag 



y^ZTjoy 

Clone ID: IJ:B3 229 - 00 I - PI - K.l - A8 



<22 3> OTHER INFORMATION: 
<400> SEQUENCE: 10 

cccacgcgtc cggcatgat:c ctgcaggctg t-.ttttgtacc rtgacatgag gtttcgagac 

atLgtcaqog gtLggccagg gagcgt.gaac gacttl-.cagg LytLaagcag ctcgggattc 

ttcaagcaat gcgaccaagg catgagactg aacgggaoga agattgatct cttggaagga 

tcqgaagtga gagaatacat catcggtgat gctggattco cgctccttcc ctggcttatc 



QCttacggat 
gagagcacta 
ga taggca ta 



Lcgatgtctg 
gcaagactga 
aac 



ay tt-taacaa 
aagaggtgLg 



gcggcacttc 
gagaatggt c 



aclccataca ctgggaagga 
g c c a c g a g a a t : g g t: t , g 1 1 r a 
^999^9adct tgggcgaccg 
<210> SEQ ID NO: M 
<211> LENGTH: 455 
<212> TYPE: DNA 

<213> ORGANISM: Li.lium as la Lie 

<22 3> OTHER INFORMATION: Clone ID: LT(<3 2 29 - 001.^- Pl. - Kl -Bl 
<4 00> SEQUENCE: II 

aacaaaacat ggaaagccaa acacaccaac atatatatgt tcgatcaagc ggcaggtttg 
atggttcggc tccagaacca cgcaagggac taagcagtgg tcatatacct aggagtaaat 
gtatccccta tgaccagatg cLtgatagcL cacaaatgct gtLytctccc gciagacgcca 



60 
] 20 
180 
240 

300 
360 
382 



60 
120 
180 
240 
300 
360 
4 20 
4 58 



60 
120 
180 
240 
300 
36 0 
393 



60 
1 20 
1 80 
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2 58 
26 0 
2(i2 
264 
266 
26 9 
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272 
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27G 
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284 
286 
2 88 
291 
202 
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2 94 
296 
298 
300 
302 
304 
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308 
310 
313 
314 
315 
316_ 
318' 
320 

3 22 
324 
326 
328 
330 
333 
334 
335 
336__ 
3 38"" 
340 
342 
344 
34 6 



RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/688, 84 8 

rnput: Set : F:\LIB3 229_3 0REG.TXT 

Oinput. Sot: N:\CRF3\12182000\I688848.raw 



ijATE: 12/18/2000 
TIMK: 13:26:42 



Cdggtgtaac 
cttjtttac qa 
qtcratttgac 
tcccaaccag 
<210> Sl-JO 



tqay caagaa 
tqca Lgta la 

cgqqtcqtqg 
t■gq^:gttq^c 
atgcgttaat 

ID NO: 12 



qqcatctcgt tggatcgtcc tgtqgtcgct tt;tt-gtggca 
ctaqLcctgg gtctccatcg gaLcggaaag actgaLgtcc 
actqaatggg cgtcccaacc aqatgcgtta tLqtcactat 
t:tatqtccct gtctacgacg ggtcgtggac tgaatgggcg 
tgtcactatg tgatt 



<211> Lh.NGTH: 303 

<212> TYPE: DNA 

<213> ORGANISM: Li.lium 



<223> OTHKR INI'OKMATION 
<400> SEQUENCE: 12 
q C C C C t C C £| c C 1 1 C C C f : 1 1 c 
c g cy c c q 1 9 1 g q a a c t g g t a 
q t c t g a c c a c t g a a g 1 1 a a g 
c t y CI t g a c a a L g t c.[ g g a 1 1: t 
1 1 q 1 1 g (3 c 1 1 q a a c 1 1: c a a g 
tta 

<210> SEQ ID NO; 13 
<211> LENGTH: 318 
<212> TYPE: DNA 
<213> ORCANTSM: Lll ium 



Clone ID: LIB3229 - OOl- Pl-Kl -Bll 



agqatqtgta 
tty tgagagc 
tctg ttgaga 
ad tg t:yaaga 
gttqaccctt 



cattattgqa qqcattqgaa 
ctgqtatggt agtgactttt 
tgcacratga ggctctcctt 
aLgtLgcUyt caaggatctt 
tcaagqagqc qgtcaacttt 



ct qtgcoagt 
gggccaactg 
qaagccttoc 
aagctjt-.qgg t 
actt tccagg 



a-^iatir 



<223> OTHER INFORMATION: 
<400> SEQUENCE]: 13 



Clone ID; LIB3 229 - 001 - PI - Kl - Bl 2 



egg acq cgtg 
cgtcatggag 
ct:ccgcccac: 
gactgggaag 
ttcaatgycg 
ataatggggg 
<210> SEQ 



ggga Lcgaqa 
qt:tqctagga 
ctcaa gcqat 
Ltcaa gg a qc 
aqaaagatct 
tcqcaaga 
ID NO: 14 



tctottngc L 
ctgtaaagga 
rcggcjaagat 
Ltqct nca ta 
a bctgaggca 



gtttgtcgag yatcggagct 
cqtctccccg cacqatttcg 
ggagcltcct cact.ggacgg 
tga ccc tqac tg g La c tt ca 
aggagttgga gtgggtgcct 



totcogcqcc 
tcaaqgcgta 
ata t,tg taaa 
Ltagagot gc 
tttaqaagat 



<211> LENGTH: 24 5 
<212> TYPE: DE^A 
<213> ORGANISM; Lll 



] um a s 1 a t i c 



<2 2 3> OTHER INFORMATION 
<400> SEQUENCE: 14 
cggacgcgtg gggttLgcct 
ttcata tcaa 
tcagagac Lg 
ga r ta r,ttga 



Clone ID; L1B3229 



tggtttaccc 
caagaaaaga 
tacatttgbt 
cag tg 
<210> 
<211> 
<212> 
<213> 



ttatagat tc 
aactggctgg 
Lgaacactqa 
atgataaa ha 



tccaagactt ttgtcttttc tagagggagc 

atcagacatc ttagatatat tgaaagatgt 

cgaayaLccc agtggtLggc gtccctacLt 

tacaaagaag tccaagatga aggtcgatgg 



SEQ ID NO: 15 
LENGTH; 4 52 
TYPE: DNA 

ORGANISM: Lll ium asiaLic 



2 2 9 -^o4^-?]'^"^E 



<22 3> OTHblR INEORMATION; Clone TO: LTli32 29 ^jOT. - PI - Rl 'B8 
<4 0 0> SEQUENCE; 15 

cgLacatttc t:ccgacaacg agttigaggca agactcgccg cact:totcat ygaaagr.aag 
gagtatactg aagccctayc catactcaca aaccLcgtga aagaggtcag aaggltagac 
gacaaaLLac Lyctygtgga caLcgatctg ctcgagagca aycttcactt cLctctaaag 



24 0 

3 00 
360 

4 20 
455 



60 
120 
180 
210 
300 
303 



60 
120 
180 
24 0 
300 
318 



6 0 
120 
180 
24 0 
24 5 



60 
120 
180 
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i4H 
3 5 0 
:^5 2 
354 
3 56 
.^5 9 
■^00 
361 
362 
36 4 
366 

36 8 

37 0 
37 3 
3 74 
37 5 
376 
378 
380 

3 82 
384 
3B6 
388 
390 
392 
39 4 
39 7 
398 
399 
400 

4 02 
4 04 
4 06 
408 
410 
'1 12 
414 
416 
4 18 
421 
422 
423 
424 _ 
426 ' 
428 
4 30 
432 
4 34 
436 



RAW SEQUENCE LISTING 

PATENT APPL1CATI{)W: US/09/6 88,848 

Input: Set ; F:\LIB3229_30REG.TXT 

Output, Set: N:\CRP3\12I82000\l68884 8.raw 



DATK: 12/18/2000 
TIMB^: 13:26:^2 



ddcctcccL]a 
gtacccccac] 
daaqactaca 
acjqatccccq 
aggctyatqa 
<210> sm 



aqqcgaaayt: 
cacagcagqg 
agactqctta 
f.gctgtcjttt 
t.qttqctgqg 
ID NO: 16 



cqcacticaoc 
caccciLcgac 
caqctacttc 
agtctqaaqt 
alaatctctt 



gcagcaagaa 
ctccagagcg 
tatqaqqca t 
acatgctgct 
eg 



coqc Lqcgaa 
gga ttctgca 
ttqagqcttt 
gtgcaagata 



cgccatc tac 
cgccgaagaa 
aacqcac tcq 
a tgqtgagcc 



<211> LI'JJMGTH: 114 
<212> TYPE: DNA 

<213> OF^GANrSM: Lllium asiatic 



<22 3> OTHER INFORMATION: Clone ID: LIB3 2 29 - OOl - Pi - Kl - B9 
<4 00> SEQUENCE : 16 
(]acaqqca(]c cgccgatcta gacqatccaa 
ctcttacata gggaggccta aatataattc 
<210> SEQ ID NO: 17 
-.■211> LENGTH: 37 5 
<212> TYPE: DNA 

<:213> ORGANISM: Lllium asiatic 



-X2 207 



c 1 1 a c c; t a c c c q t g t a t: c j c 
actgggcgtg gcaccacauc 



gacqcaatat 
qcaa 



<22 3> OTHER INFORMATION 
<4 0 0> SEQUENCE: 17 
cccacqcgtc cgcaagqatc 
t tgcca taaa 
tct.ag tttgg 
caatattttc 
cat Lgacagg 
cattcttcq t 
aggat 
ID NO: 18 



Clono lU: LlB3229y 



Cl 



acgggactcg 
ga Lagcgagc 
taqaattatg 
gLa tta Lgaa 
cctLtatoat 
ttcttacggg 
<210> SEQ 



tcctcccacc 
tgggaaaaca 
ctagaattat 
cttgctcaag 



atcccaqqtg 
tcaggcga tg 
gaatiagca Lt 
ctaggctttc 



qaqccactct aattLttgat 
a ag g t:g a a g c t g ta g ta ga t 
ggrctcttca aacccctacc 
acaatcaagt tcagaaatca 



aLatct:ataa tLagatatag gfjctttgtaa gagatgtccg 
tatatcatga a act gga tat caaagtaaga atcaattctt 



<211> LENGTH: 376 
<212> TYPE: DNA 

<213> 0KGANISI4: Liilum Qsiatic 



<22 3> OTHER INFORMA/nON 
<4 00> SEQUENCE: 18 
gagttatagc catatccgaa 
agagaaagrt attgtttaaa 
aagaaact.ac agaatccaaa 
agaccatcat ggatacattt 
f:atLc:aaagc aggaggtgca 
Ltgcgaagqg LagagLgaag 
ggaagatgaa taggaa 
<210> SEQ ID NO: 19 
<21i> LENGTH: 313 
<212> TYPE: DNA 
<213> ORGANISM: Lilium 



ClOQG ID: LIB 



32f9-001-Pl-Kl-C 



CI 0 



gaaactgcgg aaggcaaact aacacctgtt aatgaatcaa 
agtatcccgt t:ct.cgctgac atgctcgctt catactacag 
aaaacaaaat atatctLaoc agacccgact gcagaagaag 
qt:.tacgattg tgttagaltc atcgggccgg ttggtctcaa 
gagcttgctt. tcacatcgac ggtccaggac tgcatttccc 
gagctaaaLa gtaLtt. Lgga ggaactcttt cagacatgat 



<223> OTHER INFORMATION 
<400> SEQUENCE: 19 
ca a c a a a eg t g tc tgga 1 1 g 
aaLttLtttg aggttgagag 
a r,ga Lgtttg a t.taaggctt 
tattLaLcca gagLaltgtl. 



C lone ID: li 1 B 3 2 2 9 - 0 0 1 - PI - KI - CI 1 



gatgtacatc 
t-.gagttagcc 
a I tt f gtggg 
tctgga Lgtg 



tgagaatcga 
ttttat ttct 
tgaa Lttaga 
atgtaLgggt 



aggaggtqaa 
tittata teat 
a Lcaaaactt 
a La Lcaggtt 



gggcctggta 
t-.ccr;tct:tta 
agctt aaatc 
actgcatgcc 



24 0 
300 
3 60 
420 
452 



60 
114 



60 
120 
18 0 
240 
300 
3 60 
37 5 



60 
120 
180 
24 0 
300 
360 
376 



60 
120 
180 
240 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY DATL : 12/.] 8/2000 

PATEWT APPLICATION: US/09/688,848 TIME: 13:26:43 

input Set : F:\LIB3229„30REG.TXT 

Output Set: N:\CRF3\12182000\l688848.raw 

L:9 M:270 C: Current Application Number diflers, Replaced Current Application No 
L:9 M;271 C: Currcrtt Filing Date differs. Replaced Current Filing Date 



L 


: 18 4 


M : 


341 


W: 


(46) 


" n " 


or ' 


Xaa " 


used , 


for 


SX'IQ 


IDii : 


8 


J., 


:57G 


M: 


341 


Vi : 


(46) 


" u " 


or ' 


Xaa " 


used, 


for 


SKO 


IDIf : 


2 5 


L 


:934 


H: 


341 


Vl: 


(4b) 


" n " 


or ' 


Xaa " 


used, 


for 


SEO 


IDfj : 


40 


L 


: 1250 


M 


: 341 


W : 


(46 ) 


" n " 


or 


"Xaa" 


used , 


for 


SKO 


iD# 


: 54 


L 


:1252 


M 


: 3 4 .1 


W: 


(46 ) 


11 n 


or 


"Xaa" 


used. 


for 


SiilQ 


IDfl 


: 5 1 


L 


: 1254 


M 


: 3 4 1 


W: 


(46) 


" 11 " 


or 


"Xaa " 


used f 


for 


SKQ 


ID# 


: 54 


L 


:1256 


M 


:341 


W : 


(46) 


" n " 


or 


"Xaa" 


used, 


for 


SEQ 


1 D# 


: 54 


L 


:1258 


M 


: 341 


W: 


(46) 


"n " 


or 


"xaa" 


used , 


for 


SEO 


ID if 


: 54 


L 


: 1260 


M 


: 341 


W: 


(46) 


tr » 


or 


"Xaa" 


used , 


for 


SEQ 


IDs 


: 54 


L 


; 1416 


M 


: 341 


W: 


(4 6 ) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


IDS- 


; 6 1 


h 


: 1418 


M 


:341 


VJ : 


(46) 


f1 tr 


or 


"xaa " 


used. 


for 


SEQ 


I D# 


:61 


1. 


14 20 


M 


: 341 


W: 


(46) 


" n " 


or 


"xaa" 


used , 


for 


SEQ 


ID^j 


: 61 


L 


1422 


M 


: 341 


W: 


(46) 


" ti " 


or 


"Xaa" 


used, 


for 


SEQ 


1D# 


:61 


L 


14 24 


M 


: 3 4.1 


W: 


(46) 


11 PI 


or 


"Xaa " 


used. 


for 


SEQ 


IDff 


;61 


L 


14 26 


M 


: 341 


W : 


(46 ) 


1, .T 


or 


"Xaa" 


used , 


for 


SEQ 


IDff 


:61 


L 


17 00 


M 


: 341 


W : 


(46 ) 


" n " 


or 


"Xaa " 


used , 


for 


SEQ 


1D# 


: 74 


L 


2 310 


M 


: 341 


W: 


(46 ) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


IDf! 


: -1 00 


L 


2546 


M 


:341 


W: 


(46) 


" n " 


or 


"Xaa" 


used, 


for 


SEQ 


IDii 


;110 


L 


2838 


M 


: 3 4 1 


W: 


(46) 


" n " 


or 


"Xaa " 


used. 


for 


S EQ 


IDS 


:123 


L 


2 92 6 


M 


: 3 4 1 


W: 


(46) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


iD# 


: 127 


Xj 


292B 


M 


: 341 


W: 


(46) 


" n " 


or 


"Xaa" 


used , 


f o r 


SEQ 


IDfj 


: 127 


L 


2 9 3B 


M 


: 341 


W: 


(46 ) 


ft j-j n 


or 


"Xaa " 


used , 


for 


SEQ 


1D# 


: 127 


L 


29 6 6 


M 


: 34:i 


W: 


(46) 


" 11 " 


or 


"Xaa " 


used , 


for 


SEQ 


TDff 


; 128 


X, 


3480 


M 


.341 


W: 


(46) 


"n" 


or 


"Xaa" 


used > 


for 


SEQ 


IDU 


il49 


X, 


4 0 82 


M 


34 1 


W: 


(46 ) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


ID# 


: 176 


I'j 


4276 


M 


34 1 


W : 


(46 ) 


"n" 


or 


"Xaa" 


used , 


for 


SEQ 


ID# 


: 185 


L 


4 3 04 


M 


341 


W: 


(46) 


tr j.^ II 


or 


"Xaa" 


used , 


for 


SEQ 


ID# 


: 186 


L 


4 3 54 


M 


341 


V^f : 


(4 6 ) 


" n" 


or 


"Xaa" 


used , 


for 


SEQ 


J.D# 


:18B 


1. 


4 914 


M 


341 


W: 


(46 ) 


" n" 


or 


"Xaa" 


used , 


for 


SEQ 


ID# 


:215 


L 


5260 


M 


341 


W: 


(46) 


"n" 


or 


"Xaa" 


used , 


for 


SEQ 


IDff 


:231 


t 


5262 


H 


341 


W: 


(46 ) 


" n " 


or 


"Xaa" 


used , 


tor 


SEQ 


ID# 


: 2 3 1 


L 


5 3 34 


M 


341 


W : 


(46) 


"n" 


or 


"Xaa" 


used , 


for 


SEQ 


IDff 


: 234 


T. 


5 5 58 


M 


341 


W: 


(46 ) 


11 ^ 11 


or 


"Xaa" 


used , 


for 


SEQ 


Lon 


:245 


T. 


5564 


M 


341 


W: 


(46 ) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


ID# 


:245 


L 


5566 


M 


341 


W: 


(46) 


If ,^ ir 


or 


"Xaa" 


used > 


lor 


SEQ 


ID If 


: 24 5 


L 


5 6 76 


M 


341 


W: 


(46) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


IDff 


: 250 


r." 


6118 


H 


341 


W: 


(46 ) 


" n" 


or 


"Xaa" 


used , 


for 


SEQ 


IDf^ 


:270 


L: 


6122 


M 


341 


W: 


(46) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


IDff 


* 270 


L: 


6626 


M 


341 


W : 


(46) 


" n " 


or 


"Xaa" 


used-, 


for 


SEQ 


IDff 


294 


L: 


6 628 


M 


341 


W: 


(46) 


rr 11 


or 


"Xaa" 


u sed , 


for 


SEQ 


IDff 


294 


L: 


6 6 58 


H 


341 


W: 


(46) 


ti If 


or 


"Xaa" 


used , 


for 


SEQ 


IDff 


295 


L: 


6 810 


M 


341 


W: 


(46 ) 


11 r, 


or 


"Xaa" 


used / 


for 


SEQ 


IDff 


'302 


L: 


7 5 92 


M 


341 


W; 


(46) 


" n " 


or 


"Xaa" 


used, 


tor 


SEQ 


IDff 


338 


L: 


7 0 84 


M 


341 




(46 ) 


" n " 


or 


•Xaa" 


used , 


for 


SEQ 


ID/f 


351 


L: 


80 38 


M 


341 


W: 


(46 ) 


11 ^ « 


or 


'xaa" 


used , 


for 


SEQ 


IDff 


357 


L: 


8058 


M: 


34 1 


W; 


(46) 


" n " 


or 


'Xaa" 


used , 


for 


SEQ 


IDff 


358 
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VERIFICATION SUMMARY DATK : .12/:t 8/2000 

PAT K NT AP PL I CATION: US/0 9/6 8 8, 84 8 TIME: '13:26:43 

InpuL Set : F : \LIB3 229„3 OREG , TXT 

Output Set: N:\CRF3\12182000\I68B848.raw 

L:8060 H:341 W: (46) "n" or "Xaa" used, tor SEQ 1D#:358 

L:8062 M:341 W: (46) "n" or "Xfja" used, for SKQ rD#:35B 

L;80C)4 M:34:i W: (46) " u " or "Xarj" used, for SI'lQ TDff:358 

L:8066 M:341 W: (46) "n" or "Xaa" used, I'or SEQ IDff:3 58 
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